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Figure S1. Rarefaction of sequencing data was evaluated by rarefaction (A) and rank abundance curve

(B). It was observed that the rarefaction curves tended to be flat when the sequence number increased to

8000, rank abundance curves showed that the ideal richness and evenness of OTUs. These results

indicating that the amount of sequencing data was reasonable.
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Figure S2. Cluster analysis using the unweighted pair group method with arithmetic mean (UPGMA)

based on weighted Unifrac (A) and unweighted Unifrac (B) analysis.



